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Metformin

Firstline (oral) drug T2D treatment
Gestational Diabetes
PCOS

Anti-cancer drug
(occurrence of colon, pancreas, hepatocellular carc)

Anti-ageing (TAME clinical trial)
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An increase in the Akkermansia spp. population
induced by metformin treatment improves glucose
homeostasis in diet-induced obese mice
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Study Design
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Lipid Profiling
Polar Metabolic Phenotyping - HILIC
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Data Overview

OPLS-Regression
Lipid Profiling

Temporal Effect

All non-treated Animals
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Data Overview

Temporal Effect

All non-treated Animals
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OPLS-Regression G1l J35
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R2Y=0.92 Q2Y=0.87






Lipid Profiling
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Summary

Metformin alterations in gut microbiome

Rapid alterations in (secondary) bile acid metabolism
Followed by alterations in plasma metabolome

Lipid metabolism

Inflammation, apoptosis

Different functions in non-disease model

Provide insights in the relation of metabolome — gut microbiome
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