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Yeah! It’s a  
CYP2D6  

*76/*103 !!! 



>variantId chromosome varType 1 2 3 4 5 6 7 symbol impact

913940 chr2 snp 0 1 1 0 0 0 0 SLC9A4 MISSENSE

922428 chr2 snp 0 1 1 0 0 0 0 NCK2 MISSENSE

1115916 chr2 snp 0 1 1 0 0 0 0 HOXD12 MISSENSE

2250049 chr4 snp 0 1 1 0 0 0 0 KIAA1109 MISSENSE

2250061 chr4 sub 0 1 1 NN 0 0 0 KIAA1109 MISSENSE

3096020 chr6 snp NN 1 1N NN NN NN 0N HLA-DRB5 MISSENSE

7113250 chr17 snp 0 1 1 0 0 0 0 HOXB6 MISSENSE





Serbian and Hellenic Cohorts 

0

10

20

30

40

50

60

70

80

90

100

Vt/Vt NR/NR Vt/NR Vt/Vt NR/NR Vt/NR Vt/Vt NR/NR Vt/NR Vt/Vt NR/NR Vt/NR

HoxD12 HoxD12 SLC9A4 SLC9A4

Hellenic Serbian Hellenic Serbian

%
	g
e
no
ty
pe
	f
re
q
ue
n
ci
es

healthy	individuals patients







Application of SubGroup Discovery service to NGS data,  
Assessment of Results, and Insights 
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Input Data for the Biomedical Research Assimilator Context 
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A Collaboration Workspace for estimating the dominance of Tamoxifen-resistant 
cells to Global Gene Expression 
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Application of SubGroup Discovery service to Gene Expression Data  
Assessment of Results 
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Can we delineate inter-individual variability towards differential diagnosis?  
 
Can we highlight the disease mechanisms in question to assist disease 
management?  
 
What are the host–microbiome interactions?  
 
Do post-dose drug metabolism and safety relate to pre-dose metabotypes 
and how?  






